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PyMOL Scene PDB ID Compound Chemical Structure Reference

F1 4luc Compound 6
Ostrem et al.

(2013)

F2 4lyh Compound 9
Ostrem et al.

(2013)

F3 6b0v ARS-107
Patricelli et al.

(2016)

F4 5f2e ARS-853
Patricelli et al.

(2016)

F5 5v9u ARS-1620
Janes et al.

(2018)

F6 6p8z Indole lead 1
Shin et al.

(2019)

F7 (overview)

F8 (key interactions)
6oim AMG 510

Canon et al.

(2019)

F9 6n2j Compound 4
Fell et al.

(2018)

F10 (overview)

F11 (key interactions)
6ut0 MRTX849

Christensen et al. 

(2019)

Fell et al.

(2020)

F12 6p8z

Compound 6
Compound 9

ARS-107
ARS-853

ARS-1620
Indole lead 1

AMG 510
Compound 4

Structural comparison of all KRasG12C switch-II 
pocket inhibitors
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MRTX849


